
Supplemental Figure 1: Sequences of Splicing Variants Identified for Validated Candidates. Splicing variants
annotated in TAIR10 are named accordingly. New splicing variants are described relative to the representative splicing
variant. The type and position of the AS event is given. In cases of alt. 3’ss (alternative 3’ splice site) and alt.
5’ss (alternative 5’ splice site), the position is described to be located in an intron for upstream and downstream
splice sites, respectively, and in an exon for downstream and upstream splice sites, respectively. Primer binding sites
are underlined. Sequences highlighted in yellow are alternatively spliced. If several splice junctions are involved,
highlighted sequences alternate between non-italic and italic font.

RS31.1 
ACCGAGTGGACATGAAATCTGGATATGCTTTTGTGTACTTTGAGGATGAACGTGATGCTGAAGACGCTATTCGCAAACT
CGACAATTTTCCTTTTGGATATGAGAAACGCAGGTTATCAGTTGAATGGGCAAAGGGTGAACGTGGCAGGCCTCGTGGT
GACGCGAAAGCCCCTTCAAATCTGAAGCCTACAAAGACACTG 

RS31 alt. 3'ss intron 2 
ACCGAGTGGACATGAAATCTGGAACTTTTCTTCAAAGGAACAAGATTTGCCATCTTCTTCTTCTTCCTGCAAAATCATT
TCTACATTTTCATACCTGCCTTTATCATCTTGTGCCTACCAATCTTCACTGACTCTAGAGAAACTTTGGAATTTGTCTG
TCTATTACCAATCATCGATGCTTCAGATGGAAGTCTATTGAATCCATCATTGCCATGCCTTGCCTTCCATATCTGAACT
CCTCCACTCAGAATGTTTAAGCATGCCTGGCAAATCACTCAGATTTTTTAATATAAAATTGGTGTTTTTAAAAATAAAA
ATCCTGAATTCCTGTGTTATGCTACAAATCTTGTTTTTCTACTACATCATGGAATGCCTCTACATCTCTCATATTCACC
AGCCTTCACTTATATGAAGGTGTTGTATATCTATTTAGTTATTTTCTAGGGTAAACGAGATATGCAGCAGGTTAATGGA
CAGGAGGATTGTCACTCTTTGTGTTGCGTTTTGTAATCCTTGTGCTTTCTTTTGTTGCAGGATATGCTTTTGTGTACTT
TGAGGATGAACGTGATGCTGAAGACGCTATTCGCAAACTCGACAATTTTCCTTTTGGATATGAGAAACGCAGGTTATCA
GTTGAATGGGCAAAGGGTGAACGTGGCAGGCCTCGTGGTGACGCGAAAGCCCCTTCAAATCTGAAGCCTACAAAGACAC
TG

SR34A.1 
TCCGAGTATTGTTGGCTTCAGACCAAATCTTCTCCGGCGCTGTAGCGTTTCCCCCGTTTCCCCTTTTTAACCTTTGCAA
ACAATGAGTGGGCGATTTTCTCGGTCAATCTATGTTGGTAACTTGCCCGGTGACATTAGGGAACATGAGATTGAAGATA
TCTTTTACAAGTATGGCCGCATTGTCGATATTGAATTGAAGGTTCCACCTCGGCCTCCATGTTATTGCTTTGTTGAGTT
TGAGCATTCTCGG 

SR34A slightly shorter cassette exon inclusion intron 1 than annotated .3 
TCCGAGTATTGTTGGCTTCAGACCAAATCTTCTCCGGCGCTGTAGCGTTTCCCCCGATGGCAAGAGCTTGGAACATGAG
CATTGCAATGGTTCATAGGGATATAGAGAGGGATTGGGGAGATCAATGTGGATATTGTTTTTATTATTAATGGAGATTC
ATGGGAACGATCTGGAGAAATATATATATTTCAATATTTTAAATAGCTTTTGGAGCATATTGGAGCAAATAAGCATTTG
GAGCTTGTGGAGCACTGCTCTGACCCAGGATTGCTCTCACTTGTTTCCCCTTTTTAACCTTTGCAAACAATGAGTGGGC
GATTTTCTCGGTCAATCTATGTTGGTAACTTGCCCGGTGACATTAGGGAACATGAGATTGAAGATATCTTTTACAAGTA
TGGCCGCATTGTCGATATTGAATTGAAGGTTCCACCTCGGCCTCCATGTTATTGCTTTGTTGAGTTTGAGCATTCTCGG

SR34A alt. 3'ss intron 1 
TCCGAGTATTGTTGGCTTCAGACCAAATCTTCTCCGGCGCTGTAGCGTTTCCCCCGATGGCAAGAGCTTGGAACATGAG
CATTGCAATGGTTCATAGGGATATAGAGAGGGATTGGGGAGATCAATGTGGATATTGTTTTTATTATTAATGGAGATTC
ATGGGAACGATCTGGAGAAATATATATATTTCAATATTTTAAATAGCTTTTGGAGCATATTGGAGCAAATAAGCATTTG
GAGCTTGTGGAGCACTGCTCTGACCCAGGATTGCTCTCACTTGGTTTGCTTCATATATATTTTGGTCTTACCATGTTTT
CTTTTTCTTTTCTTATCATCGTCTCATTTTGATGCTGGGGCTATGTCGAAAGCTGTTTGAGTGGAGGTTCTTTGTCTAT
AGCAGTAAATTTTGATCCTTTATTTATTTCGTTTCCTTTTTATTCTCATGTGCAGTTTCCCCTTTTTAACCTTTGCAAA
CAATGAGTGGGCGATTTTCTCGGTCAATCTATGTTGGTAACTTGCCCGGTGACATTAGGGAACATGAGATTGAAGATAT
CTTTTACAAGTATGGCCGCATTGTCGATATTGAATTGAAGGTTCCACCTCGGCCTCCATGTTATTGCTTTGTTGAGTTT
GAGCATTCTCGG



U2AF65B 2 cassette exons included intron 4 
GCGCCTCCTGATATGTTAGCTGCTACTGCTGTTGCTGCAGCAGTTTGGAAAGATCATAGTCAATTACACGGTGTGACTT
TGTAAGAAGGCTATGTTGGGTTAGTTGCCCCACTGTGCTGACAATGAGCCGACCTCTCTAGCTTTAATTGTACAAGGAG
GAATCAGTGCAACGGTTGTCATGGGCCAGGTTCCTAGTGTGCCAACTACTGCTACTATTCCAGGGATGTTCTCAAAC	
  
	
  
U2AF65B retained intron 4 
GCGCCTCCTGATATGTTAGCTGCTACTGCTGTTGCTGCAGCAGGTATTTGCTTCATCATCTACTCAGGGTTATTATATT
TCTTAACTGCTTGTTGTTTTTGATTTTACGTAGTTTGGAAAGATCATAGTCAATTACACGGTGTGACTTTGGTAAGCTG
CAATTTTATTGTTTACTCGTGAACAAAGAGGACTTTGAAGTCTTGCTTTCTTCATAGGATGTCTTGTTATTTTTGTTTG
ACTGGTGGTTCTGGAACTGAGAAATTTTTTGTTTGTGTTTTTTTGGTGGTGTTTGTTTGTTTCTGTGTCTTGTCTTTTT
GTAGTAAGAAGGCTATGTTGGGTTAGTTGCCCCACTGTGCTGACAATGAGCCGACCTCTCTAGCTTTAATTGTACAAGG
AGGAATCAGTGCAACGGTTGTCATGGGTATTTTTCATCTTCGACTGGCAACTATATGCCTGTTTTCGAGCCTTACAATC
TCTGACAACTAAAACGAATATTACATCACAACTTTTCATTTTAATATTCATAAGTTGTTGGTATACTTTCTACTTGTGG
GTTTTGTAAGTAGCAAGGTGTTATCTGTAGCTTTGTACTTGTTGGTAGGTCTGCTCCTCCGGGAAACATAATAATGTAT
CTAACAAACATTTTTATGACGCATACTACTTTACCTAGCAGGCCAGGTTCCTAGTGTGCCAACTACTGCTACTATTCCA
GGGATGTTCTCAAAC	
  
	
  
	
  
GRP8.1 
TGAAGTTGAGTACCGGTGCTTTGTCGGCGGCCTTGCCTGGGCCACCAATGATGAAGATCTTCAAAGGACGTTCTCACAG
TTCGGCGACGTTATCGATTCTAAGATCATTAACGACCGCGAGAGTGGAAGATCAAGGGGATTCGGATTCGTCACCTTCA
AGGACGAGAAAGCCATGAGGGATGCGATTGAAGA	
  
	
  
GRP8 retained intron 1 
TGAAGTTGAGTACCGGTGCTTTGTCGGCGGCCTTGCCTGGGCCACCAATGATGAAGATCTTCAAAGGACGTTCTCACAG
TTCGGCGACGTTATCGATTCTAAGGTCTGTTACACGAGAGATCGGTCTCCCGGATCGAGCCGATTCCGATGATTCTGAT
CCTCGACGGATCTGATTCCGATCTGTTTCTCTGTTACTTGATTCGATTACTGTTACTATGTTCTCTCTCGTTCTTTGTT
ACTGTTACTTAATTTGTCCCATCGGTACGTTCATCTTCCTGCTTCTATGAGCTCGGAGATCGATCGATTTTTGCTTTAT
ATTCATCGCTTTGTTTTATATTCCTTCCACGATTGTTTTTGCTGATGTGTATGATTTTGTTTGTTTACAGATCATTAAC
GACCGCGAGAGTGGAAGATCAAGGGGATTCGGATTCGTCACCTTCAAGGACGAGAAAGCCATGAGGGATGCGATTGAAG
A	
  
	
  
	
  
AT1G60200.1 
ATGCCTCAGTATCAACCGCAGCCTGGTATGAGACCTTTCCAGCCTATGGCTAATGGTTATCCCGGAATTCATGGTGTTG
CTCCTCCTGGTGCCATGCCTCCTCATGGGCTTCTCCGGTATCCTTCTCCATATCCAACAATGGTTCGTCCTGGATTCAT
TATGCGGCCGCCTGGTACAATCGGTGCTGTTCAACTAGCACCACGACC	
  
	
  
AT1G60200 alt. 3'ss intron 1 
ATGCCTCAGTATCAACCGCAGCCTGGTATGAGACCTTTCCAGCCTATGGCTAATGGTTATCCCGGAATTCATGGTGTTG
CTCCTCCTGGTGCCATGCCTCCTCATGCGTCTTGATTGAGTTCCCTGAGAATGGTTGCAAGGCATCAAATTTTGGGTAG
GGACTCACTTCTACGACTCCCTCATTTTGGTATGCGCAAATTCGCTTTTTGTTCTTCTTATTCTCTTAATTTATTTAGT
TAGTGTAACACATCTTTAACCAAACCGCTTACCTAAAGGTTCTTGAAAGATTTGCCCCAATTTATATGTTAAGTTGAGA
ATTACTGTAGTTTTAAGAACAAAACTTTGAACTTGATGGGTTAATCAACTGCCAGCAGCAAGCATTTGTAGCGACTGAG
TGCTCCTTGGTCTTGATTTTGAGGTATTGCAATTCTTTCAAATTACACCTTCCGTTACATCTTCGACATGTTTCTTTTT
TCTATTCCCTTCTGTGGTCAAGCTGCTAATGGTTGAAATAAAGCTATTATGATGGGTAATAATAGTTTTTATAAGTTCT
ATATGGGCATGAAATGATGGGAGTTTCAATATTACTGAATCTCAAATTCAACAGATGATTATAGATTCTTACCTATTTC
AAGTTGCCCTGTGAGGTATGACTACTTAATGTGGTAATAATGACTACGATCCTGGTGCTATCTTCTCAATGTGTCCTTC
AGGATCTCTGTTCAGCTGGGTGGTATTTGTACTGCCTCTGGTGTGCATATCTAATTTGCTCTAGTTTGTGGTAACAATA
CAAAATGATTTTTATTTACTGCTTCTTGATACTCTTGATTTATGCCAATGCAGTTGTTCAGGGTATTCCAATGTAAACA
TCTACTGATGAATTTGTAGAGACTTGTTTTTGTTTATGCAGGGCTTCTCCGGTATCCTTCTCCATATCCAACAATGGTT
CGTCCTGGATTCATTATGCGGCCGCCTGGTACAATCGGTGCTGTTCAACTAGCACCACGACC	
  
	
  
AT1G60200 2 cassette exons included intron 1 
ATGCCTCAGTATCAACCGCAGCCTGGTATGAGACCTTTCCAGCCTATGGCTAATGGTTATCCCGGAATTCATGGTGTTG
CTCCTCCTGGTGCCATGCCTCCTCATGCGTCTTGATTGAGTTCCCTGAGAATGGTTGCAAGGCATCAAATTTTGGGTAG
GGACTCACTTCTACGACTCCCTCATTTTGCAGCAAGCATTTGTAGCGACTGAGTGCTCCTTGGTCTTGATTTTGAGAGA
CTTGTTTTTGTTTATGCAGGGCTTCTCCGGTATCCTTCTCCATATCCAACAATGGTTCGTCCTGGATTCATTATGCGGC
CGCCTGGTACAATCGGTGCTGTTCAACTAGCACCACGACC	
  
	
  



AT1G60200 3 cassette exons included intron 1 
ATGCCTCAGTATCAACCGCAGCCTGGTATGAGACCTTTCCAGCCTATGGCTAATGGTTATCCCGGAATTCATGGTGTTG
CTCCTCCTGGTGCCATGCCTCCTCATGCGTCTTGATTGAGTTCCCTGAGAATGGTTGCAAGGCATCAAATTTTGGGTAG
GGACTCACTTCTACGACTCCCTCATTTTGCAGCAAGCATTTGTAGCGACTGAGTGCTCCTTGGTCTTGATTTTGAGGAT
CTCTGTTCAGCTGGGTGGTATTTGTACTGCCTCTGGTGTGCATATCTAATTTGCTCTAGTTTGTGGGCTTCTCCGGTAT
CCTTCTCCATATCCAACAATGGTTCGTCCTGGATTCATTATGCGGCCGCCTGGTACAATCGGTGCTGTTCAACTAGCAC
CACGACC	
  
	
  
	
  
PPD2.1 
CGGTGGTTGGGCAAATGACGATATTTTATAGTGGCAAAGTGAATGTATATGATGGAGTACCACCTGAAAAGGCCCGGTC
TATCATGCATTTTGCAGCCAATCCAATTGATTTGCCTGAAAATGGTATTTTTGCTTCTAGTAGAATGATTTCGAAACCC
ATGAGTAAAGAGAAGATGGTGGAGCTTCCCCAATATGGACTTGAAAAGGCACCTGCTTCTCGTGATTCTGATGTTGAGG
GTCAGGCGAACAGAAAAGT 
	
  
 
PPD2 retained intron 3 
CGGTGGTTGGGCAAATGACGATATTTTATAGTGGCAAAGTGAATGTATATGATGGAGTACCACCTGAAAAGGCCCGGTC
TATCATGCATTTTGCAGCCAATCCAATTGATTTGCCTGAAAATGGTATTTTTGCTTCTAGTAGAATGATTTCGAAACCC
ATGAGTAAAGGTAAGCATTTGCTAAAGTGTCTGATCTGCTTTTCAGTTGAAAGATTGATGATTCAGACTTGAAATGAGT
TTTTTTTTTAATGTATAATCTAACTTGAAAAAATGACTAGAGCTGCTGCATCTCAAGATGAGTCTTTCTTTCTTTCTTA
TGTCAAACACGGCCTTTCATTTTGTCCAATTTTGAAAGGAGGCATTGTTAAATTACCAAAGAAGCATGTCTAAATGCTG
TAATTGCTGCTACCTCTACTAGCTTATGTGTCTACAGATGCCTCGTGCCCCTTTTTTTGAAATTGTGATTTGATTTTTT
CAGAGAAGATGGTGGAGCTTCCCCAATATGGACTTGAAAAGGCACCTGCTTCTCGTGATTCTGATGTTGAGGGTCAGGC
GAACAGAAAAGT 
	
  
	
  
SUF4.1 
ACACTAGCGGTCCTTCAATTGGTCCACCTCCTGTAATTGCAAACAAAGCTCCTAGCAATCAGCCTAATGAGGTCTATCT
TGTATGGGATGATGAAGCGATGTCTATGGAGGAAAGAAGAATGTCCTTACCAAAATACAAAGTGCACGATGAAACCAGC
CAGATGAACTCGATAAATGCAGCGATAGACAGACGA	
  
 
SUF4 retained intron 6 
ACACTAGCGGTCCTTCAATTGGTCCACCTCCTGTAATTGCAAACAAAGCTCCTAGCAATCAGCCTAATGAGGTCTATCT
TGTATGGGATGATGAAGCGATGTCTATGGAGGAAAGAAGAATGTCCTTACCAAAATACAAAGTGCACGATGAAACCAGC
CAGGTAAGTTCTGATTTACCCTTTTTAAAGTTAAGAAGAGTTTGCTTTTGCAAGTCTAACCCATTCGGTAGGCTTTATT
TATACATTTCTGTTCCAGATCCTATTGTTTCTGTGCTAAGAGGTACCACCGTATTATTCAGTTTATAATTTCTTCCCTT
AGAATATGATAAGAAGGACTTAGGCAAGAAACTTGAGCATTTTGAATCAATGTTCGAAAGGTATCATTTGTAGCTTGCA
ATAGTAGGTAGTGAGAAACATAGCGTTTGTATCTGTTTGTTTTTCATTATATTTCCTGTCTATTGTATTGTATTAAAAA
TGTGGTGATTGGTTCCACAAGATCATACTCTACAGGTTTGGTTTCAAACCCAGGTCAGCTCTTTTTATATTCTTAACTC
TGCAAAGTTTGGTACCTTTGCACAATCTCACTGCCTTGGGGAACCAAAACAATACGCACTTAACTCTTTCAAAATAAAG
CATCCAACTTCTTAACTCAACACCAAGTTTGTTTCTTTTGGTTTGCAGATGAACTCGATAAATGCAGCGATAGACAGAC
GA	
  
	
  
	
  
AT1G70000.1 
TCAAACTCCTGATCCCAACCCAACCGATGACGGTGGTTACGCTTCAGACGACGTCGTTCACGCCTCCGGTAGAAACCGT
GAACGCAAACGAGGAACTCCATGGACAGAGGAAGAACATAG	
  
	
  
AT1G70000 retained intron 1 
TCAAACTCCTGATCCCAACCCAACCGATGACGGTGGTTACGCTTCAGACGACGTCGTTCACGCCTCCGGTAGAAACCGT
GAACGCAAACGAGGTTAATAAAATAACCTTTCTTCTCTCTTTCCCAAATCTCATCTCTGTTTTTGTTTCTTGTTTTTGA
AACTTTCTTGCAAATTTGGAATTTAGGAACTCCATGGACAGAGGAAGAACATAG 
 



PHOT2.1 
CCTTCCTACTCTCTACGCTTCTTTTCAGACCTCTACGCACGTCTGTTTGATTACAGACTTCTGCCCAGGTGGAGAGTTG
TTTGCACTACTTGACAGACAACCTATGAAAATATTGACAGAAGACTCTGCAAGGTTCTATGCAGCAGAGGTTGTTATCG
GCTTAGAATATCTTCACTGCTTAGGAATTGTATATCGAGACCTGAAGCCTGAGAATATACTGCTCAAGAAGGATGGACA
CATAGTATTGGCTGACTTTGATTTATCATTCATGACGACCTGCACACCCCAGCTTATTATTCCAGCTGCACCTAGCAAA
CGAAGGAGATCCAAAAGTCAACCACTACCCACATTTGTTGCAGAACCAAGTACCCAGTCAAACTCGTTCGTAGGAACTG
AAGAATACATTGCGCCTGAGATAATCACGGGTGCTGGTCATACAA 
 
PHOT2.4 
CCTTCCTACTCTCTACGCTTCTTTTCAGACCTCTACGCACGTCTGTTTGATTACAGACTTCTGCCCAGGTGGAGAGTTG
TTTGCACTACTTGACAGACAACCTATGAAAATATTGACAGAAGACTCTGCAAGGTTCCCTCTTTTCCTCAATCTAAACG
TATAATGTGTAACAGAAGATCTCCTGGTGATGTTTTAACTAAATAGGGGCACTATGTTAGCAAGAAAACATATCACCTT
CTAGCAAGCATTCAGTTAGCGGTTACTCGGATAACTGATGAAGGCAATAAATCCCATTGTCATTATTATATCTGCAGTT
ATGAGTTAATCTGATCAATCTCTGTCATCAGGTTCTATGCAGCAGAGGTTGTTATCGGCTTAGAATATCTTCACTGCTT
AGGAATTGTATATCGAGACCTGAAGCCTGAGAATATACTGCTCAAGAAGGATGGACACATAGTATTGGCTGACTTTGAT
TTATCATTCATGACGACCTGCACACCCCAGCTTATTATTCCAGCTGCACCTAGCAAACGAAGGAGATCCAAAAGTCAAC
CACTACCCACATTTGTTGCAGAACCAAGTACCCAGTCAAACTCGTTCGTAGGAACTGAAGAATACATTGCGCCTGTATA
GTGATGCATTTAACGTTTTATCTCTTGCAATCTTCAATTACAGCTGCATCTCATTGTGTTTCAGTTTATTCATGGTTTA
CTTAATTATTTCAGGAGATAATCACGGGTGCTGGTCATACAA 
 
PHOT2 retained intron 19 
CCTTCCTACTCTCTACGCTTCTTTTCAGACCTCTACGCACGTCTGTTTGATTACAGACTTCTGCCCAGGTGGAGAGTTG
TTTGCACTACTTGACAGACAACCTATGAAAATATTGACAGAAGACTCTGCAAGGTTCTATGCAGCAGAGGTTGTTATCG
GCTTAGAATATCTTCACTGCTTAGGAATTGTATATCGAGACCTGAAGCCTGAGAATATACTGCTCAAGAAGGATGGACA
CATAGTATTGGCTGACTTTGATTTATCATTCATGACGACCTGCACACCCCAGCTTATTATTCCAGCTGCACCTAGCAAA
CGAAGGAGATCCAAAAGTCAACCACTACCCACATTTGTTGCAGAACCAAGTACCCAGTCAAACTCGTTCGTAGGAACTG
AAGAATACATTGCGCCTGTATAGTGATGCATTTAACGTTTTATCTCTTGCAATCTTCAATTACAGCTGCATCTCATTGT
GTTTCAGTTTATTCATGGTTTACTTAATTATTTCAGGAGATAATCACGGGTGCTGGTCATACAA 
	
  
	
  
LHY.1 
TCCCGGTGAGATGATAAGTCAGATTGCATACTTGTCTCCTCCATGGCTACTCTCAAGGGTTTTGGCTGCGGTGGATTCG
TTTGGTTTCTCTAGAATCTAAAGAGGTTATCACAACGGCTTT 
	
  
LHY.2 
TCCCGGTGAGATGATAAGTCAGATTGCATACTTGTCTCCTCCATGGCTACTCTCAAGGGTATAACAGTTTACATTATGA
GCAGTTTCTAGGATTCCTATAACATACTAAGATCTCTGTTTGGCTGCTGAGAAACTTATAGAAGCGATTAACTAAATCT
TATTAGCTCTAAAAGTTAGCATAAATGATACGAATCTGGTGATTGATTACTGATATGAAGATTTGTGAAGGTTTTGGCT
GCGGTGGATTCGTTTGGTTTCTCTAGAATCTAAAGAGGTTATCACAACGGCTTT 
	
  
	
  
PIF3.1 
CTGTTCTCTGCATTTGGATTGATGCCACTTTAATACTTTGAGGATCAAGACTTCGTAAAAGATTGTTTCTGTAAAACGC
AACACCATGCCTCTGTTTGAGCTTTTCAGGCTCACCAAAGCTAAGCTTGAATCTGCTCAAGACAGGAACCCTTCTCCAC
CTGTAGATGAAGTTGTGGAGCTGG 
	
  
PIF3.2 
CTGTTCTCTGCATTTGGATTGATGCCACTTTAATACTTTGAGGTTCTCACTCTCTCTTTCTCTCTTCGCTGACTTCGAT
TGCTTCAGTACCCTTTTTCTCAGGATCAAGACTTCGTAAAAGATTGTTTCTGTAAAACGCAACACCATGCCTCTGTTTG
AGCTTTTCAGGCTCACCAAAGCTAAGCTTGAATCTGCTCAAGACAGGAACCCTTCTCCACCTGTAGATGAAGTTGTGGA
GCTGG 
 
 
AT3G02300.1: (note: sequenced with different primer upstream of quantified fragment) 
GCTCATGTTGTGGCCTTATCAGAGGAAGGCCTTCTTCAAGCTTGGGGCTATAATGAACAAGGCCAACTTGGTAGAGGAG
TCACTTGTGAAGGACTACAAGCACCTCGTGTGATAAATGCTTATGCGAAGTTCCTTGATGAAGCACCCGAGCTTGTGAA
GATTATGCAACTTTCATGTGGAGAATACCATACTGCTGCTCTTTCTGATGCAGGCGAGGTTTACACTTGGGGATTAGGA
AGCATGGGTCAACTTGGGCATGTTTCTCTTCAATCCGGGGATAAGGAGTTAATACCAAGGAGAGTCGTTGGTCT	
  
	
  
	
  



AT3G02300 retained intron 6 
GCTCATGTTGTGGCCTTATCAGAGGAAGGCCTTCTTCAAGCTTGGGGCTATAATGAACAAGGCCAACTTGGTAGAGGAG
TCACTTGTGAAGGACTACAAGCACCTCGTGTGATAAATGCTTATGCGAAGTTCCTTGATGAAGCACCCGAGCTTGTGAA
GATTATGCAACTTTCATGTGGAGAATACCATACTGCTGCTCTTTCTGATGCAGGCGAGGTGTAAGTTATCTAAATGCCT
TCTCTTGAAAAGTTTGTGGTTATTCACATGAATGGGTAGCTAATTCTCTGTGCAATGTTCCGAGGAAGGAAATCCTTTT
GATGGAGATATTGGTCTCATCACATCCTAGCAGATGGGAATGCTTGAGGAAGCAAATGAATTCCTGACTTGCAAGTCTT
CTTCCCTTTTGCTTATATTTTCTCGGTTTATCTTATTCAGTGTCCACTGCTTATCTCTTTCGTGGCAGTTACACTTGGG
GATTAGGAAGCATGGGTCAACTTGGGCATGTTTCTCTTCAATCCGGGGATAAGGAGTTAATACCAAGGAGAGTCGTTGG
TCT	
  
	
  
AT3G02300 alt 5'ss intron 6 
GCTCATGTTGTGGCCTTATCAGAGGAAGGCCTTCTTCAAGCTTGGGGCTATAATGAACAAGGCCAACTTGGTAGAGGAG
TCACTTGTGAAGGACTACAAGCACCTCGTGTGATAAATGCTTATGCGAAGTTCCTTGATGAAGCACCCGAGCTTGTGAA
GATTATGCAACTTTCATGTGGAGAATACCATACTGCTGCTCTTTCTGATGCAGGCGAGGTGTAAGTTATCTAAATGCCT
TCTCTTGAAAAGTTTGTGGTTATTCACATGAATGGGTAGCTAATTCTCTGTGCAATGTTCCGAGGAAGGAAATCCTTTT
GATGGAGATATTGGTCTCATCACATCCTAGCAGATGGGAATGCTTGAGGAAGCAAATGAATTCCTGACTTTTACACTTG
GGGATTAGGAAGCATGGGTCAACTTGGGCATGTTTCTCTTCAATCCGGGGATAAGGAGTTAATACCAAGGAGAGTCGTT
GGTCT	
  
	
  
	
  
PPL1.1  
GTGTTGTTGCTCCTTGGATCTCATTGCTTAGTAGAGCTCCATTATCATTTGCTGCAGAAAGCAAAAAAGGATTCCTTGC
TGTCTCTGACAATAAAGATGCTTATGCGTTTCTCTATCCATTTGGTTGGCAGGAAGTTGTGATTGAAGGTCAAGATAAG
GTATACAAAGATGTGATTGAGCCT	
  
 
PPL1 alt. 3'ss exon 3 
GTGTTGTTGCTCCTTGGATCTCATTGCTTAGTAGAGCTCCATTATCATAAAGCAAAAAAGGATTCCTTGCTGTCTCTGA
CAATAAAGATGCTTATGCGTTTCTCTATCCATTTGGTTGGCAGGAAGTTGTGATTGAAGGTCAAGATAAGGTATACAAA
GATGTGATTGAGCCT	
  
	
  
	
  
AT1G07590.1 
AGAGAAGTAAGAGAAATGGCAGATTCTAACTGTGGATGTGGCTCCTCCTGCAAATGTGGTGACTCTTGCAGTTGCGAGA
AGAACTACAACAAGGAGTGCGACAACTGTAGCTGTGGATCAAACTGCAGCTGTGGGTCAAACTGTAACTGTTGATGAAA
TTATTATGGTCTAAAATCATATATATGGCAGAAAAATTGGGGAAAATATGTGTTTTATGCTAAGAGATGTGTGTGTGTT
GTTGGAATAAAGACGTGACCGTTGTGTTGCGTATCAACTCTCTTAAGCTTTGACTTTTCCCAGCTTTGTATTTTCCTAT
GTATGGTAATGGTGTGATTGTGTAATGTTTTCATATGTAACGTAAAAAAAATATTTATGTGACATTGACTTTTGTGACT
ACTAAGATTTGTATATGTCTCCTCCGTTTTTTATTTAGGATTTAAGTTCAATCAGCTAAATTAATCATAAACAATTTAA
GTAAATATTCATATGAGAAGAAGTCAACCATATTCTTATCGGGCCTTATATGTTAATGTTAAAAGGTTACGGGCCAGTA
AGGTCCCAAAAAAGAAGAAGAGATGAGATCCATTATTGCTCTCATGAGGCAACGAGAATATTTCGT	
  
 
AT1G07590 alt. 3'ss exon 2 
AGAGAAGTAAGAGAAATGGCAGATTCTAACTGTGGATGTGGCTCCTCCTGCAAATGTGGTGACTCTTGCAGGTTACGGG
CCAGTAAGGTCCCAAAAAAGAAGAAGAGATGAGATCCATTATTGCTCTCATGAGGCAACGAGAATATTTCGT	
  
	
  
	
  
HYP1.1 
ACTGCCTTTCTTGTTGGTCTACTATTGTCTTGGATATATCATCTACCGCAACCAGCTCCTAAACGTATATGCGGCCAAG
TATGAAACTGGTGGAAAGTTTTGGCCAATAGTTCACAGCTATACTATCTTCTCTTTGGTACTAATGCACATTATTGCAG
TCGGATTATTCGGGCTTAAAGAGCTTCCAGTGGCATCTTCTTTAACAATTCCCCTTCCGGTTCTCACGGTCCTTTTCAG
CATTTACTGCCAAAGACGGTTTTTACCAAATTTCAAATCTTATCCTACCCAGTGTCTGGTAAACAAAGATAAAGCAGAC
GAGAGAGAGC	
  
	
  



HYP1 retained intron 9 
ACTGCCTTTCTTGTTGGTCTACTATTGTCTTGGATATATCATCTACCGCAACCAGGTAACGGAACCAATCTCACTCCTA
AGTATAATTCTCTGTTGATCTCTGATAAAATCATATAGGAATCAGCTACACATATTTTCGTTATATGGAATCTCACTTT
TATCTTCTCTTTATATGTGATCCCTTTTCTAAATTCTCGAATAGCATCTTTAAACCGAAAGTATTTTTTGGAGCTTCAG
TCATGACATAAACGTTACATCAAGAATCCATTTTCTCGTCACATAATTCTTTTTCTTCTTAATGAATCCATTGCAACTT
GTTGATAGAAATAACATCACCTTTTTGTGCTGCAGCTCCTAAACGTATATGCGGCCAAGTATGAAACTGGTGGAAAGTT
TTGGCCAATAGTTCACAGCTATACTATCTTCTCTTTGGTACTAATGCACATTATTGCAGTCGGATTATTCGGGCTTAAA
GAGCTTCCAGTGGCATCTTCTTTAACAATTCCCCTTCCGGTTCTCACGGTCCTTTTCAGCATTTACTGCCAAAGACGGT
TTTTACCAAATTTCAAATCTTATCCTACCCAGTGTCTGGTAAACAAAGATAAAGCAGACGAGAGAGAGC	
  
	
  
 
RRC1.1 
ACTTTTGTTCGAGGTGGGACGATAAATCCTGGTGACAAGCCTAAGGTTGATTCTGAAGGTGAAAAGTCCAAAGATGGGG
GTTCGGTTTCAAAGAAGGGGAGTAGGTATGTTCCCTCTTTCCTTCCACCA	
  
	
  
RRC1.2 exon skipping exon 3 
ACTTTTGTTCGAGGTGGGACGATAAATCCTGGTGACAAGCCTAAGGTTGATTCTGAAGGTATGTTCCCTCTTTCCTTCC
ACCA	
  
	
  
	
  
SR30.1 
GTCACCTGCTAGATCCATTTCCCCGCGTTCACGGCCCCTTAGTCGTTCTCGCTCGCTATACAGCTCTGTCTCAAGGTCC
CAATCAAGATCAAAATCAAGATCAAGATCAAGATCGAATTCTCCAGTTTCACCTGTGATATCTGGTTGAAAATGAAAAC
TGGCCACTGGCTGTACCCGAATCGTCTCAAGCTTCTCAGGCT	
  
 
SR30.2 
GTCACCTGCTAGATCCATTTCCCCGCGTTCACGGCCCCTTAGTCGTTCTCGCTCGCTATACAGCTCTGTCTCAAGATCT
GGCTCACTGCTACGAGCTGGGGATTGGATCTAGATGGGTCATCTAGATGGATTCTTGGACTGGATTTACAAAGCTGGAT
TAGCATGAACTTGAACTTCTGTTTTTACGGTCTGGTCTGGTCTGGTACTCCGCGCGTATCAGCTGTAGGATCTGATCGC
AAAGTTTTGGACTATGATTACTCTGATTCCTCAATATATTTATCTTTTTGACAATAGTGGATTCTGTGTTGAGTTCTTT
TCTAGGACAGCATTTAAGCTCCCGGGACTAGATGGGAGATGGTCAGTAAATTTCTTTGTTATGCCACACTTACATGGGG
TTTTTGGTCTTGCTGCAGGTCCCAATCAAGATCAAAATCAAGATCAAGATCAAGATCGAATTCTCCAGTTTCACCTGTG
ATATCTGGTTGAAAATGAAAACTGGCCACTGGCTGTACCCGAATCGTCTCAAGCTTCTCAGGCT	
  
 
SR30.3 cassette exon inclusion intron 10 
GTCACCTGCTAGATCCATTTCCCCGCGTTCACGGCCCCTTAGTCGTTCTCGCTCGCTATACAGCTCTGTCTCAAGATCT
GGCTCACTGCTACGAGCTGGGGATTGGATCTAGATGGGTCATCTAGATGGATTCTTGGACTGGATTTACAAAGCTGGAT
TAGCATGAACTTGAACTTCTGTTTTTACGGTCTGGTCTGGTCTGGTACTCCGCGCGTATCAGCTGTCCCAATCAAGATC
AAAATCAAGATCAAGATCAAGATCGAATTCTCCAGTTTCACCTGTGATATCTGGTTGAAAATGAAAACTGGCCACTGGC
TGTACCCGAATCGTCTCAAGCTTCTCAGGCT	
  
	
  



Supplemental Table 1: Sequences of Oligonucleotides.

Co-amplification and qPCR primers for validation of light-dependent AS events  
 Primer Gene ID Gene Fwd/Rev Sequence Details 

1 AT1G07590  Rev ACGAAATATTCTCGTTGCCTCA 
 2 AT1G07590  Fwd AGAGAAGTAAGAGAAATGGCAG 
 3 AT5G14740 CA2 Fwd GCTCTCAAGAAGCTTCTCATGAC qPCR, specific for exon 4 skipping variant 

4 AT5G14740 CA2 Rev TCGTGAGTCCGAACAAGCAA 
 

5 AT5G14740 CA2 Fwd CTCTCAAGAAGCTTCTCATGTGA qPCR, specific for shorter exon 4 containing  

6 AT5G14740 CA2 Rev AGCCTTCCTTAATTCGTTCGAC  

7 AT1G09530 PIF3 Fwd CTGTTCTCTGCATTTGGA 
 8 AT1G09530 PIF3 Rev CCAGCTCCACAACTTCAT 
 9 AT1G09140 SR30 Fwd GTCACCTGCTAGATCCATTTCC 
 10 AT1G09140 SR30 Rev AGCCTGAGAAGCTTGAGACG 
 

11 AT3G49430 SR34A Fwd TCCGAGTATTGTTGGCTTCA 
 12 AT3G49430 SR34A Rev CCGAGAATGCTCAAACTCAA 
 

13 AT5G25060 RRC1 Fwd ACTTTTGTTCGAGGTGGG 
 14 AT5G25060 RRC1 Rev TGGTGGAAGGAAAGAGGGA 
 15 AT3G61860 RS31 Rev CAGTGTCTTTGTAGGCTTC 
 16 AT3G61860 RS31 Fwd ACCGAGTGGACATGAAAT 
 

17 AT3G02300  Fwd ACCTCGTGTGATAAATGCTT 
 18 AT3G02300  Rev TACACCACCACAAGCAAC 
 

19 AT1G60900 U2AF65B Fwd GCGCCTCCTGATATGTTAG 
 20 AT1G60900 U2AF65B Rev GTTTGAGAACATCCCTGG 
 21 AT4G39260 GRP8 Fwd TGAAGTTGAGTACCGGTG 
 22 AT4G39260 GRP8 Rev TCTTCAATCGCATCCCTC 
 

23 AT1G70000  For TCAAACTCCTGATCCCAACC 
 24 AT1G70000  Rev CTATGTTCTTCCTCTGTCCA 
 

25 AT1G60200  Fwd ATGCCTCAGTATCAACCG 
 26 AT1G60200  Rev GGTCGTGGTGCTAGTTGA 
 27 AT1G30970 SUF4 Fwd ACACTAGCGGTCCTTCAA 
 28 AT1G30970 SUF4 Rev TCGTCTGTCTATCGCTGC 
 

29 AT3G55330 PPL1 Fwd GTGTTGTTGCTCCTTGGAT 
 30 AT3G55330 PPL1 Rev AGGCTCAATCACATCTTTG 
 

31 AT3G01100 HYP1 Fwd ACTGCCTTTCTTGTTGGTC 
 32 AT3G01100 HYP1 Rev GCTCTCTCTCGTCTGCTT 
 82 AT5G58140 PHOT2 Fwd CCTTCCTACTCTCTACGCT  

83 AT5G58140 PHOT2 Rev TTGTATGACCAGCACCCG  

84 AT5G58140 PHOT2 Fwd TGCAATCTTCAATTACAGCTGCA qPCR, specific for intron 19 containing variants 

85 AT5G58140 PHOT2 Rev CTTGTATGACCAGCACCCGT  

86 AT5G58140 PHOT2 Fwd TGAAGAATACATTGCGCCTGAG qPCR, specific for .1 

87 AT5G58140 PHOT2 Rev GCGACCATAAAGCATCTCATACA  

88 AT1G01060 LHY Fwd TCCCGGTGAGATGATAAG  

89 AT1G01060 LHY Rev AAAGCCGTTGTGATAACC  

90 AT4G14720 PPD2 Fwd CGGTGGTTGGGCAAATGA	
   used in gel picture 

91 AT4G14720 PPD2 Rev ACTTTTCTGTTCGCCTGAC	
    

92 AT4G14720 PPD2 Fwd CGGTCTATCATGCATTTTGC	
   used for quantification 
 



Cloning primers SR30 
   Primer Gene ID Gene Fwd/Rev Sequence Details 

159 AT1G09140 SR30 Fwd GGGGACAAGTTTGTACAAAAAAGCAGGCTTAATGAGTAGCCGATGGAATCG 
attB1, 
SR30 

160 AT1G09140 SR30.1 Rev GGGGACCACTTTGTACAAGAAAGCTGGGTTACCAGATATCACAGGTGAAAC 
attB2, 
SR30 

161 AT1G09140 SR30.2 Rev GGGGACCACTTTGTACAAGAAAGCTGGGTTGATCCAATCCCCAGCTCGT 
attB2, 
SR30 

163 AT1G09140 SR30 Fwd CCAAGGATCCATGAGTAGCCGATGGAATCG BamHI 

164 AT1G09140 SR30.1 Rev TTGGCTCGAGTCACTTGTCATCATCGTCTTTGTAGTCACCAGATATCACAGGTGAAAC 

XhoI, 
Flag, 
SR30 

165 AT1G09140 SR30.2 Rev TTGGCTCGAGCTACTTGTCATCATCGTCTTTGTAGTCGATCCAATCCCCAGCTCGT 

XhoI, 
Flag, 
SR30 

169 AT1G09140 SR30 Rev TTGGCTCGAGCTAAGCGTAATCTGGAACATCGTATGGGTAACCAGATATCACCTGCAAAAC 

XhoI, 
HA, 
SR30 

182 AT1G09140 SR30.2 Rev TTGGCTCGAGCTAGATCCAATCCCCAGCTCGT XhoI 

186 AT1G09140 SR30 Fwd CCAAGGATCCAACGGTGGTTGTCTCCTTTC BamHI 

187 AT1G09140 SR30.1 Rev AGCGTAATCTGGAACATCGTATGGGTAACCAGATATCACAGGTGAAAC 
HA, 
SR30 

188 AT1G09140 SR30.1 Fwd CCATACGATGTTCCAGATTACGCTTGAAAATGAAAACTGGCCACT 
HA, 
SR30 

189 AT1G09140 SR30 Rev TTGGCTCGAGTAGTTTTAACACTGCAAGTTTAG XhoI 

190 AT1G09140 SR30.2 Rev GTAATCTGGAACATCGTATGGGTAGATCCAATCCCCAGCTCGT 
HA, 
SR30 

191 AT1G09140 SR30.2 Fwd CCATACGATGTTCCAGATTACGCTTAGATGGGTCATCTAGATGGA 
HA, 
SR30 

211 AT1G09140 SR30.1 Rev TTGGTCTAGAACCAGATATCACAGGTGAAAC XbaI 

212 AT1G09140 SR30.2 Rev TTGGTCTAGAGATCCAATCCCCAGCTCGT XbaI 

311 AT1G09140 SR30 Fwd CCTTATGACGTGCCTGACTATGCATACCCATACGATGTTCCAGA HA3-tag 

312 AT1G09140 SR30 Rev ATAGTCAGGCACGTCATAAGGATAAGCGTAATCTGGAACATCGT HA3-tag 

  
 

    

 

Cloning primers SR30 amiRNAs 
   Primer Gene ID amiRNA Fwd/Rev Sequence Details 

47 AT1G09140 amiRNA.1 Fwd gaTTGATTGGGACCTTGCGACAGctctcttttgtattcca miR-s 

48 AT1G09140 amiRNA.1 Rev agCTGTCGCAAGGTCCCAATCAAtcaaagagaatcaatga miR-a 

49 AT1G09140 amiRNA.1 Fwd agCTATCGCAAGGTCGCAATCATtcacaggtcgtgatatg miR*s 

50 AT1G09140 amiRNA.1 Rev gaATGATTGCGACCTTGCGATAGctacatatatattccta miR*a 

51 AT1G09140 amiRNA.2 Fwd gaTACCCCATGTAAGTGTGCCATctctcttttgtattcca miR-s 

52 AT1G09140 amiRNA.2 Rev agATGGCACACTTACATGGGGTAtcaaagagaatcaatga miR-a 

53 AT1G09140 amiRNA.2 Fwd agATAGCACACTTACTTGGGGTTtcacaggtcgtgatatg miR*s 

54 AT1G09140 amiRNA.2 Rev gaAACCCCAAGTAAGTGTGCTATctacatatatattccta miR*a 

55 AT1G09140 amiRNA.a Fwd gaTTCACCCGTATATACGCACTActctcttttgtattcca miR-s 

56 AT1G09140 amiRNA.a Rev agTAGTGCGTATATACGGGTGAAtcaaagagaatcaatga miR-a 

57 AT1G09140 amiRNA.a Fwd agTAATGCGTATATAGGGGTGATtcacaggtcgtgatatg miR*s 

58 AT1G09140 amiRNA.a Rev gaATCACCCCTATATACGCATTActacatatatattccta miR*a 

59 AT1G09140 amiRNA.b Fwd gaTTGAACTTTATTATGCGGCCGctctcttttgtattcca miR-s 

60 AT1G09140 amiRNA.b Rev agCGGCCGCATAATAAAGTTCAAtcaaagagaatcaatga miR-a 

61 AT1G09140 amiRNA.b Fwd agCGACCGCATAATATAGTTCATtcacaggtcgtgatatg miR*s 

62 AT1G09140 amiRNA.b Rev gaATGAACTATATTATGCGGTCGctacatatatattccta miR*a 

      



Cloning primers RRC1 complementation constructs 
 Primer Gene ID Gene Fwd/Rev Sequence Details 

63 AT5G25060 RRC1 Fwd AAAAAGCAGGCTCTATGAGTTCATTCTCGATCAC half attB1, RRC1 

64 AT5G25060 RRC1 Rev AGAAAGCTGGGTGAGTGAGAAATCTTTCAGAAATTGG half attB2, RRC1 

65 attB1 Fwd GGGGACAAGTTTGTACAAAAAAGCAGGCT Extension att site 

66 attB2 Rev GGGGACCACTTTGTACAAGAAAGCTGGGT Extension att site 

83 AT5G25060 RRC1 Fwd CCAAAAGCTTTCTTTGTTTCTCTGTTTACTTTA overhang, HindIII, 
RRC1 

84 AT5G25060 RRC1 Rev CCAATCTAGATGTTTCAGCATCCAACTGCT overhang, XbaI, 
RRC1 

 

qPCR primers RRC1 and SR30 

Primer Gene ID Gene Fwd/Rev Sequence Details 

67 AT5G25060 RRC1 Fwd CCTAAGGTTGATTCTGAAGGTGA specific for .1 

68 AT5G25060 RRC1 Rev GTGGTGGTGGAAGGAAAGAG  

69 AT5G25060 RRC1 Fwd CCTAAGGTTGATTCTGAAGGTATG specific for .2 

70 AT5G25060 RRC1 Rev CTTTCCCTAGGCCTCTCCTC  

71 AT5G25060 RRC1 Fwd AAGAAGAAGCTAGGAAGAAGAAAGC total transcript 

72 AT5G25060 RRC1 Rev TAGTTGCATTATCCCCTTGAAA  

73 AT1G09140 SR30 Fwd GCAAGAGCAGGAGTGTGTCA specific for .1 

74 AT1G09140 SR30 Rev TTGATCTTGATTGGGACCTTG  

75 AT1G09140 SR30 Fwd TCACCTGCTAGATCCATTTCC specific for .2 

76 AT1G09140 SR30 Rev CCCAGCTCGTAGCAGTGAG  

77 AT1G09140 SR30 Fwd GCGCGTATCAGCTGTCC specific for .3 

78 AT1G09140 SR30 Rev CCAGTGGCCAGTTTTCATTT  

79 AT1G09140 SR30 Fwd TCTAGTGCTTATATACGGGTGAGG total transcript 

80 AT1G09140 SR30 Rev GCTCCGACTCCTGCTTCTAT  

 
 
 
 
Genotyping primers sr30 

Primer Gene ID Gene Fwd/Rev Sequence Details 
81 AT1G09140 SR30 Rev ACCACCATGTGCAATCTCAA gene specific 
82   Fwd CCATTTGGACGTGAATGTAGACAC T-DNA 

 


